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R 7H 8H 94 B 7H &t BTE4 7H 8H 9 &t
Aeromonas hydrophila 1 0 0 Haemophilus influenzae 14 132 Candida albicans 35 45 32 371
Aeromonas hydrophila/sobria 0 2 1 Streptococcus A 7 57 Chlamydia trachomatis 6 6 4 39
Campylobacter jejuni 18 31 19 Streptococcus pneumoniae 11 85 Neisseria gonorrhoeae 2 0 2 5
Campylobacter jejuni/coli 5 1 2 [ 32 274 Streptococcus B 57 58 50 446
Clostridium botulinum E 214+ 0 0 1 B 713 5602 [l 100 109 88 861
Escherichia coli, EHEC/STEC 3 4 0 B 641 567 553 5421
Escherichia coli, Z it 0 0 0 s
Plesiomonas shigelloides 0 0 0 RS 7H foxiis &z S, aureus DGR
Salmonella 04 7 12 4 Acinetobacter spp. 2 24 RS 7H 8H 9H &t
Salmonella O7 1 5 7 Candida albicans 76 627 MRSA 3 1 4 33
Salmonella O8 2 1 3 Enterobacter spp. 36 274 Jo MSSA 1 1 1 11
Salmonella 09 3 1 0 Enterococcus spp. 307 2827 @ AF VKR 0 0 0 0
Salmonella Z 11 0 0 0 Escherichia coli 618 5327 & 4 2 5 44
Staphylococcus aureus 4 2 5 Klebsiella pneumoniae 170 1329 S. aureus 4 2 5 44
Vibrio cholerae |5t i+ 0 1 0 Klebsiella aerogenes 21 158 MRSA 1 4 6 31
Yersinia enterocolitica 0 0 0 Pseudomonas aeruginosa 93 746 e MSSA 7 10 14 76
[l 44 60 42 Staphylococcus aureus 86 616 ;J AF VKRB 0 0 0 0
A 372 420 390 Staphylococeus =7 77— B2t 269 1946 B 8 14 20 107
iR 1678 13874 S. aureus 3 14 20 107
f# (TANR) AR 3117 26540 MRSA 2 0 0 2
AR, 7H 8H 9H o MSSA 1 0 0 1
adenovirus 40/41 0 0 0 Jiiik(id ZZ AF Kkt 0 0 0 0
norovirus <] 1 2 0 P, 7H aat it 3 0 0 3
rotavirus 0 0 0 Anaerobes 17 247 S. aureus 3 0 0 3
iR 1 2 0 Escherichia coli 150 1342 MRSA 33 22 26 216
A 97 118 104 Enterobacter spp. 7 91 MSSA 53 45 59 400
Haemophilus influenzae 1 6 R AFVV R 0 0 0 0
{d (JEih) Klebsiella pneumoniae 44 438 it 86 67 85 616
S di 4 7H 8H 9H Klebsiella aerogenes 2 45 S. aureus 86 67 85 616
Entamoeba histolytica 0 0 0 Listeria monocytogenes 5 8 MRSA 18 39 22 231
IS 0 0 0 Pseudomonas aeruginosa 19 139 i MSSA 36 43 29 371
SR 2 4 2 Salmonella Typhi 0 1 s AF VKRB 0 0 0 0
Salmonella spp. 4 13 it 54 82 51 602
ZERR Mok, oKk, BAfik7eL) Staphylococcus aureus 54 602 S. aureus 54 82 51 602
P 7H 84 9H Staphylococcus =177 7 —FatE 123 954 MRSA 152 131 135 1229
Anaerobes 27 27 25 Streptococcus B 5 62 v MSSA 103 149 101 1140
Escherichia coli 25 32 47 Streptococcus pneumoniae 1 31 % AF VKR 0 0 0 0
Enterobacter spp. 11 11 9 (IS 432 3979 it 255 280 236 2369
Klebsiella pneumoniae 13 18 22 AU 6206 61532 S. aureus 255 280 236 2375
Klebsiella aerogenes 1 6 3 MRSA 209 197 193 1742
Mycobacterium spp. 1 0 1 W, B RS RIS J O FRUEN D DM KL & |_MSSA 201 248 204 1999
Pseudomonas aeruginosa 6 7 4 GRS 7H 18 At | AFVUVRBAE 0 0 0 0
Staphylococcus aureus 8 14 20 Anaerobes 80 503 it 410 445 397 3741
Staphylococcus =17 77—k 8 4 9 Haemophilus influenzae 81 572
Streptococcus pneumoniae 0 1 0 Klebsiella pneumoniae 125 1088
[IiRq 100 120 140 Legionella pneumophila 2 5
B 360 410 384 Mycobacterium tuberculosis 35 269
Mycoplasma pneumoniae 15 56
RfiiE Pseudomonas aeruginosa 144 1155
B4 7 8] 9)] Staphylococcus aureus 255 2375
Escherichia coli 0 0 0 Streptococcus A 2 30
Staphylococcus aureus 3 0 0 Streptococcus B 20 205
Streptococcus B 0 0 0 Streptococcus pneumoniae 22 262
Streptococcus pneumoniae 0 0 0 [ 781 6520
iR 3 0 0 A 3080 23966
A 164 135 130 k [EFHIEL 20244R1 A D S0FTT,




