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Aeromonas hydrophila 0 1 0 Haemophilus influenzae 16 14 123 Candida albicans 35 45 339
Aeromonas hydrophila/sobria 0 0 2 Streptococcus A 4 7 53 Chlamydia trachomatis 6 6 35
Campylobacter jejuni 14 18 31 Streptococcus pneumoniae 12 11 83 Neisseria gonorrhoeae 2 0 3
Campylobacter jejuni/coli 3 5 1 [ 32 32 259 Streptococcus B 57 58 396
Clostridium botulinum E 214+ 0 0 0 B 655 713 5118 it 100 109 773
Escherichia coli, EHEC/STEC 2 3 4 B 614 641 567 4868
Escherichia coli, Z it 0 0 0 s
Plesiomonas shigelloides 0 0 0 RS 6H 7H At &z S, aureus DGR
Salmonella 04 2 7 12 Acinetobacter spp. 3 2 17 RS 6 7H 8H &t
Salmonella O7 1 1 5 Candida albicans 56 76 553 MRSA 4 3 1 29
Salmonella O8 5 2 1 Enterobacter spp. 37 36 237 Jo MSSA 4 1 1 10
Salmonella 09 1 3 1 Enterococcus spp. 283 307 2528 @ AF VKR 0 0 0 0
Salmonella Z DO 0 0 0 Escherichia coli 587 618 4779 7 8 4 2 39
Staphylococcus aureus 8 4 2 Klebsiella pneumoniae 150 170 1169 S. aureus 8 4 2 39
Vibrio cholerae |5t i+ 0 0 1 Klebsiella aerogenes 18 21 140 MRSA 3 1 4 25
Yersinia enterocolitica 1 0 0 Pseudomonas aeruginosa 71 93 641 e MSSA 7 7 10 62
[l 37 44 60 Staphylococcus aureus 57 86 531 ;J AF VR 0 0 0 0
A 373 372 420 Staphylococeus =7 77— Elath 218 269 1749 B 10 8 14 87
iR 1480 1678 12344 S. aureus 10 3 14 87
& (TANR) A 2836 3117 23760 MRSA 0 2 0 2
AR, 64 7H 8H o MSSA 0 1 0 1
adenovirus 40/41 1 0 0 Jiiik(id ZZ AF Kkt 0 0 0 0
norovirus <] 2 1 2 P 6H 74 aat it 0 3 0 3
rotavirus 0 0 0 Anaerobes 38 17 228 S. aureus 0 3 0 3
iR 3 1 2 Escherichia coli 158 150 1185 MRSA 33 22 190
A 151 97 118 Enterobacter spp. 12 7 78 MSSA 53 45 341
Haemophilus influenzae 1 1 6 R | AFVVRBRTE 0 0 0
{ (JEith) Klebsiella pneumoniae 41 44 373 B 86 67 531
S di 4 6 7H 8H Klebsiella aerogenes 4 2 38 S. aureus 86 67 531
Entamoeba histolytica 1 0 0 Listeria monocytogenes 0 5 8 MRSA 18 39 209
it 1 0 0 Pseudomonas aeruginosa 16 19 118 i MSSA 36 43 342
SR 3 2 4 Salmonella Typhi 0 0 1 s AF VKRB 0 0 0
Salmonella spp. 2 4 10 7 54 82 551
ZERR Mok, oKk, BAfk7eL) Staphylococcus aureus 62 54 551 S. aureus 54 82 551
P 6H 74 84 Staphylococcus =177 7 —FatE 126 123 883 MRSA 152 131 1094
Anaerobes 22 27 27 Streptococcus B 12 5 58 v MSSA 103 149 1039
Escherichia coli 26 25 32 Streptococcus pneumoniae 1 1 30 % AF VKR 0 0 0
Enterobacter spp. 10 11 11 it 473 432 3567 it 224 255 280 2133
Klebsiella pneumoniae 13 13 18 AU 7487 6206 56793 S. aureus 224 255 280 2139
Klebsiella aerogenes 5 1 6 MRSA 209 197 1549
Mycobacterium spp. 0 1 0 W, SRR 5 RIS L O F UGB DO KL & |_MSSA 201 248 1795
Pseudomonas aeruginosa 7 6 7 RS 64 7H 18 At AFTUU R 0 0 0
Staphylococcus aureus 10 8 14 Anaerobes 57 80 458 Gl 361 410 445 3344
Staphylococcus =17 77—k 14 8 4 Haemophilus influenzae 80 81 534
Streptococcus pneumoniae 0 0 1 Klebsiella pneumoniae 111 125 957
it 107 100 120 Legionella pneumophila 2 2 5
B 395 360 410 Mycobacterium tuberculosis 18 35 235
Mycoplasma pneumoniae 2 15 43
RfiiE Pseudomonas aeruginosa 128 144 1037
B4 6] 71 8 /] Staphylococcus aureus 224 255 2139
Escherichia coli 0 0 0 Streptococcus A 5 2 30
Staphylococcus aureus 0 3 0 Streptococcus B 17 20 185
Streptococcus B 0 0 0 Streptococcus pneumoniae 40 22 237
Streptococcus pneumoniae 0 0 0 [ 684 781 5860
iR 0 3 0 A 2697 3080 21551
A 160 164 135 * [EFHIEL 20244E 1 A D S0MFTT,




