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083316
タイプライターテキスト
《その他感染症情報》トリコモナス膣炎:：20~24歳2例、25~29歳1例、40~44歳1例

083316
タイプライターテキスト
＜報告＞基幹定点(設置定点数3)からの月報対象疾病(薬剤耐性菌感染症)（4月分集計）
・ﾒﾁｼﾘﾝ耐性黄色ﾌﾞﾄﾞｳ球菌（MRSA）感染症3例:30～39歳男1例、60～69歳男1例、70歳以上女1例
・ペニシリン耐性肺炎球菌感染症0例
・薬剤耐性緑膿菌感染症0例


FRARHRKREHE (RRREEER) 202445F
202445 16 H

1L 20244F 1 H D HOREHTT,
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B FfL4A 24 34 44 Gt B4 2/ 34 44 Gt RS 2H 34 44 arat
Campylobacter jejuni 8 11 15 44 Haemophilus influenzae 8 20 19 62 Candida albicans 45 47 36 169
Campylobacter jejuni/coli 3 1 3 11 Streptococcus A 7 6 4 27 Chlamydia trachomatis 4 3 2 12
Clostridium botulinum E DAZk 0 0 1 1 Streptococcus pneumoniae 6 7 12 34 Neisseria gonorrhoeae 1 0 0 1
Escherichia coli, EHEC/STEC 0 0 2 2 [ 21 33 35 123 Streptococcus B 48 53 43 197
Escherichia coli, 1L 0 0 0 1 A 612 591 638 2409 %k 98 103 81 379
Plesiomonas shigelloides 0 0 0 1 A 616 611 583 2410
Salmonella 04 1 0 0 1 K
Salmonella 07 0 1 2 3 4, 2H 34 45 Gt W& S. aureus DN
Salmonella 09 0 0 1 2 Acinetobacter spp. 0 2 6 10 A4 24 3A 4H i
Salmonella o 0 0 1 1 Candida albicans 64 75 88 273 MRSA 1 8 2 17
Staphylococcus aureus 2 8 3 21 Enterobacter spp. 21 26 31 106 S MSSA 1 0 1 4
[ 14 21 28 38 Enterococcus spp. 329 322 326 1309 @ AF LUK 0 0 0 0
A 298 311 323 1244 Escherichia coli 544 621 583 2344 it 2 8 3 21
Klebsiella pneumoniae 143 137 137 577 S. aureus 2 8 3 21
i (TAILR) Klebsiella aerogenes 12 12 14 55 MRSA 2 4 4 14
A )V AK, 2H 34 45 Gt Pseudomonas aeruginosa 69 99 71 317 = |__MSSA 7 8 7 28
adenovirus 40/41 0 0 2 4 Staphylococcus aureus 54 70 62 265 ;TJ AF VKRR 0 0 0 0
norovirus Ff R~ H] 40 9 3 96 Staphylococcus =277 7 7 — R 196 209 208 832 it 9 12 11 42
rotavirus 0 0 3 4 Bht: % 1432 1573 1526 6088 S. aureus 9 12 11 42
Sk 40 9 8 104 MR E 2801 2948 2918 11797 MRSA 0 0 0 0
A 324 183 129 885 B MSSA 0 0 0 0
Jlik3 i [ 2T 0 0 0 0
f& (JFih) R4 2H 3H 4] &af =t 0 0 0 0
[ 283 [ 33 [ 47 [ & ] Anaerobes 39 29 33 134 S. aureus 0 0 0 0
| BEFE | 4] 1] 6| 17 ] Escherichia coli 135 180 138 579 MRSA 21 18 22 96
Enterobacter spp. 9 8 8 34 MSSA 33 52 40 169
2RI (K, BEK, BEffikRE) Haemophilus influenzae 1 0 1 4 R ATF LUK 0 0 0 0
B ffiA 24 3A 44 e Klebsiella pneumoniae 41 46 64 198 i 54 70 62 265
Anaerobes 24 28 29 109 Klebsiella aerogenes 2 9 5 20 S. aureus 54 70 62 265
Escherichia coli 23 36 33 118 Listeria monocytogenes 1 0 0 3 MRSA 29 32 23 105
Enterobacter spp. 9 5 9 28 Pseudomonas aeruginosa 14 12 10 51 m MSSA 56 40 37 176
Klebsiella pneumoniae 9 19 12 51 Salmonella_spp. 1 0 1 2 W AF LU R 0 0 0 0
Klebsiella aerogenes 3 3 2 9 Staphylococcus aureus 85 72 60 281 i 85 72 60 281
Pseudomonas aeruginosa 11 2 8 24 Staphylococcus =277 77— Rl 112 89 103 419 S. aureus 85 72 60 281
Staphylococcus aureus 9 12 11 42 Streptococcus B 3 3 11 28 MRSA 123 145 144 544
Staphylococcus =17 77— Bzt 9 2 9 27 Streptococcus pneumoniae 5 4 7 24 e MSSA 135 139 121 557
Streptococcus pneumoniage 0 1 0 2 [ PER 448 452 441 1777 5 AF LV R 0 0 0 0
Sk 97 108 113 410 HrRA {5 7103 7534 7489 30056 it 258 284 265 1101
A 400 427 432 1662 S. aureus 258 284 265 1107
W, TS KB LU FRUEN DO EL MRSA 176 207 195 776
i HiEd BHEA 24 3A 4H aal & [_MSsA 232 239 206 934
B ffiA 24 34 44 &t Anaerobes 49 27 47 159 it ATV RBRE 0 0 0 0
Escherichia coli 0 0 1 Haemophilus influenzae 51 39 53 230 i 408 446 1710
Streptococcus B 0 1 0 Klebsiella pneumoniae 102 102 106 455
Streptococcus pneumoniae 1 0 0 Legionella pneumophila 1 0 0 1
[ 1 1 1 Mycobacterium tuberculosis 22 24 22 97
A 151 159 138 Mycoplasma pneumoniae 0 1 1 2
Pseudomonas aeruginosa 122 113 128 489
Staphylococcus aureus 258 284 265 1107
Streptococcus A 4 5 3 13
Streptococcus B 21 26 34 108
Streptococcus pneumoniae 26 26 27 107
Bt 656 647 686 2768
MR E 2425 2554 2730 10085






