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Campylobacter jejuni 10 10
Campylobacter jejuni/coli 4 4
Escherichia coli , Z D1t 1 1
Plesiomonas shigelloides 1 1
Salmonella 09 1 1
Staphylococcus aureus 8 8
[ 25 25
[N iNa 312 312
B (TANR)

AV AL 1H it
adenovirus 40/41 2 2
norovirus FEA B 44 44
rotavirus 1 1
[ 47 47
A5 249 249
& ()

i A 14 aalt
A5 6 6
e (Mazk, Bk, BAHKRARL)

i 1 aak
Anaerobes 28 28
Escherichia coli 26 26
Enterobacter spp. 5 5
Klebsiella pneumoniae 11 11
Klebsiella aerogenes 1 1
Pseudomonas aeruginosa 3 3
Staphylococcus aureus 10 10
Staphylococcus =177 —F etk 7 7
Streptococcus pneumoniae 1 1
[ 92 92
A5 403 403
iR

R4 1 aat
Escherichia coli 1 1
e 1 1
[IiNa 187 187
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Candida albicans 41 41
Chlamydia trachomatis 3 3
Streptococcus B 53 53
[ AL 97 97
HAr 5 600 600
S S, aureus DNER
R 14 it
MRSA 6 6
. MSSA 2 2
1@ f‘?“/U‘/?kfﬁﬁ 0 0
i 8 8
S. aureus 8 8
MRSA 4 4
2 MSSA 6 6
il f‘?“‘/U‘/?kfﬁﬁ 0 0
i 10 10
S. aureus 10 10
MRSA 0 0
B MSSA 0 0
i f‘?“‘/U‘/?kfﬁﬁ 0 0
i 0 0
S. aureus 0 0
MRSA 35 35
MSSA 44 44
JR AF LY AR 0 0
i 79 79
S. aureus 79 79
MRSA 21 21
. MSSA 43 43
N f‘?“‘/U‘/?kfﬁﬁ 0 0
i 64 64
S. aureus 64 64
MRSA 132 132
e MSSA 162 162
7 f‘?“‘/U‘/?kfﬁﬁ 0 0
i 294 294
S. aureus 300 300
MRSA 198 198
&) MSSA 257 257
i AF VIR 0 0
i 455 455

B4 1 aat
Haemophilus influenzae 15 15
Streptococcus A 10 10
Streptococcus pneumoniae 9 9
[ 34 34
HRAE 568 568
SR

B4 1 aalt
Acinetobacter spp. 2 2
Candida albicans 46 46
Enterobacter spp. 28 28
Enterococcus spp. 332 332
Escherichia coli 596 596
Klebsiella pneumoniae 160 160
Klebsiella aerogenes 17 17
Pseudomonas aeruginosa 78 78
Staphylococcus aureus 79 79
Staphylococcus =277 7 —B &k 219 219
AR 1557 1557
HeAE 3130 3130
QiR

B4 1/ aat
Anaerobes 33 33
Escherichia coli 126 126
Enterobacter spp. 9 9
Haemophilus influenzae 2 2
Klebsiella pneumoniae 47 47
Klebsiella aerogenes 4 4
Listeria monocytogenes 2 2
Pseudomonas aeruginosa 15 15
Staphylococcus aureus 64 64
Staphylococcus 227”7 7 —B &tk 115 115
Streptococcus B 11 11
Streptococcus pneumoniae 8 8
Bt 4 436 436
M 7930 7930
VEIR, SAE WS IRB L O FEGEN DM KL

B4 [E aalt
Anaerobes 36 36
Haemophilus influenzae 87 87
Klebsiella pneumoniae 145 145
Mycobacterium tuberculosis 29 29
Pseudomonas aeruginosa 126 126
Staphylococcus aureus 300 300
Streptococcus A 1 1
Streptococcus B 27 27
Streptococcus pneumoniae 28 28
AR 779 779
TR 2376 2376
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