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| BEif4 105 115 125 Exis Hiff4 105 115 125 Exis Hiffi4 105 115 125 oF
Aeromonas hydrophila 1 0 0 4 Haemophilus influenzae 8 24 29 212 Candida albicans 43 54 30
Aeromonas sobria 0 0 0 1 Streptococcus A 8 5 16 61 Chlamydia trachomatis 6 8 4
Aeromonas hydrophila/sobria 2 0 2 6 Streptococcus pneumoniae 7 8 8 89 Neisseria gonorrhoeae 1 1 2
Bacillus cereus 0 0 0 1 x4 23 37 53 362 Streptococcus B 45 40 35
Campylobacter jejuni 6 10 9 147 Bk 589 617 622 7466 Trichomonas vaginalis 2 0 1
Campylobacter coli 1 0 0 3 [ 97 103 72
Campylobacter jejuni/coli 2 1 1 20 R A 574 638 595 7097
Clostridium botulinum E JA4t 1 0 0 1 A 104 114 121 &t
Escherichia coli, EHEC/STEC 0 0 0 14 Acinetobacter spp. 2 7 3 33 BritiEiiz S, aureus DGR
Escherichia coli, Z DAl 1 0 1 4 Candida albicans 57 51 55 773 B4 104 114 124 i
Salmonella 04 4 1 0 22 Enterobacter spp. 27 35 34 328 MRSA 5 4 1
Salmonella O7 0 1 1 7 Enterococcus spp. 328 332 326 3631 . MSSA 3 1 1
Salmonella 08 1 0 0 8 Escherichia coli 560 550 596 7074 @ AF LV KA 0 0 0
Salmonella 09 1 2 0 5 Klebsiella pneumoniae 178 199 165 1672 Ha 8 5 2
Salmonella O1, 3, 19 0 0 0 1 Klebsiella aerogenes 17 23 12 165 S. aureus 8 5 2
Salmonella FEASH 0 0 0 1 Pseudomonas aeruginosa 102 97 88 1071 MRSA 4 4 11
Staphylococcus aureus 8 5 2 65 Staphylococcus aureus 55 65 72 790 7 MSSA 7 9 7
Yersinia enterocolitica 0 0 0 1 Staphylococcus =17 77 —PRatk 223 212 210 2524 W AF LV KA 0 0 0
% 28 20 16 311 % 1549 1571 1561 18061 A 11 13 18
HRATE 329 295 308 3913 A 2971 2899 3014 34887 S. aureus 11 13 18
MRSA 0 0 0
& (IAV2R) JIIRTES ar |__MSSA 1 0 1
AN AL 104 114 121 &t A 104 114 121 &t ;ig ATV R 0 0 0
adenovirus 40/41 3 2 0 12 Anaerobes 26 25 36 363 =t 1 0 1
norovirus G2 0 0 0 12 Escherichia coli 143 125 150 1837 S. aureus 1 0 1
norovirus AEAH 1 4 6 55 Enterobacter spp. 15 9 6 117 MRSA 28 31 30
rotavirus 0 0 1 8 Haemophilus influenzae 1 0 3 20 MSSA 27 34 42
[ 4 6 7 87 Klebsiella pneumoniae 55 53 42 561 R | AFV R 0 0 0
Bk 103 103 133 1474 Klebsiella aerogenes 5 6 9 56 2 55 65 72
Listeria monocytogenes 3 1 1 12 S. aureus 55 65 72
{58 (R Neisseria meningitidis 0 0 0 1 MRSA 32 25 18
J4 104 1A 124 &t Pseudomonas aeruginosa 8 16 10 150 i [ MssA 43 38 49
Entamoeba histolytica 0 0 0 1 Salmonella Typhi 0 0 0 2 P AF VKA 0 0 0
% 0 0 0 1 Salmonella spp. 1 1 0 13 A 75 63 67
B 7 3 3 41 Staphylococcus aureus 75 63 67 761 S. aureus 75 63 67
Staphylococcus a7 7 7—RkEk 116 85 96 1372 MRSA 136 117 126
ZEli (7K, MK, BHfiEZ L) Streptococcus B 2 11 3 89 e [MSSA 127 146 173
FEfif 104 114 124 &t Streptococcus pneumoniae 7 4 9 44 )i AF UV KA 0 0 0
Anaerobes 24 33 34 348 [ 457 399 432 5398 4 Ha 263 263 299 3100
Escherichia coli 29 23 33 317 Bk 7452 6925 7443 86656 S. aureus 263 263 299 3100
Enterobacter spp. 13 4 17 118 MRSA 205 181 186 2208
Klebsiella pneumoniae 20 11 22 170 VR, U B R L O P GBSO K & [_MSSA 208 228 273 2651
Klebsiella aerogenes 4 0 4 24 Ffif 104 114 12 i [ ATV KA 0 0 0
Mycobacterium spp. 3 0 0 4 Anaerobes 48 64 15 371 Ha 413 409 459 4859
Mycoplasma pneumoniae 0 0 0 1 Haemophilus influenzae 58 58 74 706
Pseudomonas aeruginosa 4 7 10 81 Klebsiella pneumoniae 148 110 142 1273
Staphylococcus aureus 11 13 18 141 Legionella pneumophila 0 0 0 3
Staphylococcus 1777 —PEaE 6 10 3 71 Mycobacterium tuberculosis 34 29 28 346
Streptococcus pneumoniae 0 0 1 3 Mycoplasma pneumoniae 1 0 0 1
% 114 101 142 1278 Pseudomonas aeruginosa 143 129 136 1501
B 496 384 483 5142 Staphylococcus aureus 263 263 299 3100
Streptococcus A 3 5 10 29
B Streptococcus B 14 17 34 243
Fifi4 104 1A 124 &t Streptococcus pneumoniae 20 28 26 289
Escherichia coli 1 0 0 4 % 732 703 764 7862
Haemophilus influenzae 0 0 0 1 A 2682 2451 2703 29058
Listeria monocytogenes 0 0 1 1
Staphylococcus aureus 1 0 1 2
Streptococcus pneumoniae 0 0 1 2
% 2 0 3 10
HRATE 164 189 185 1799
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