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| B4 8H 9H 104 X B4 81 9H 104 X B4 8H 9H 104 X
Aeromonas hydrophila 1 0 1 4 Haemophilus influenzae 14 9 8 159 Candida albicans 52 36 43 403
Aeromonas sobria 0 0 0 1 Streptococcus A 6 3 8 40 Chlamydia trachomatis 4 3 6 44
Aeromonas hydrophila/sobria 1 0 2 4 Streptococcus pneumoniae 4 7 7 73 Neisseria gonorrhoeae 0 1 1 2
Bacillus cereus 0 0 0 1 itk 24 19 23 272 Streptococcus B 67 52 45 554
Campylobacter jejuni 16 15 6 128 RR A 5L 768 624 589 6227 Trichomonas vaginalis 0 1 2 4
Campylobacter coli 0 0 1 3 ot 123 93 97 1007
Campylobacter jejuni/coli 2 3 2 18 )73 AR 633 442 574 5864
Clostridium botulinum E DS+ 0 0 1 1 4 8/ 9H 104 aak
Escherichia coli, EHEC/STEC 6 1 0 14 Acinetobacter spp. 3 3 2 23 &z S. aureus DR
Escherichia coli, =D 0 1 1 3 Candida albicans 82 52 57 667 HFE4 8H 9H 104 &t
Salmonella 04 5 6 4 21 Enterobacter spp. 36 22 27 259 MRSA 5 5 5 29
Salmonella O7 1 1 0 5 Enterococcus _spp. 348 279 328 2973 % MSSA 1 5 3 29
Salmonella 08 3 1 1 8 Escherichia coli 694 604 560 5928 & ATV R 0 0 0 0
Salmonella 09 0 0 1 3 Klebsiella pneumoniae 130 143 178 1308 i 6 10 8 58
Salmonella Ol1, 3, 19 1 0 0 1 Klebsiella aerogenes 18 13 17 130 S. aureus 6 10 8 58
Salmonella FEAH 0 0 0 1 Pseudomonas aeruginosa 94 101 102 886 MRSA 8 6 4 33
Staphylococcus aureus 6 10 8 58 Staphylococcus aureus 59 61 55 653 S MSSA 10 15 7 77
Yersinia enterocolitica 0 1 0 1 | Staphylococcus =777 — PRtk 223 236 223 2102 % ATV R 0 0 0 0
[ 42 39 28 275 itk E 1687 1514 1549 14929 gt 18 21 11 111
A 342 272 329 3310 A4 3291 2819 2971 28974 S. aureus 18 21 11 110
MRSA 0 0 0 0
8 (YANR) i i |__MSSA 0 0 1 1
VANAK 8H 9H 104 &k B4 84 9H 104 &k f% ATV R 0 0 0 0
adenovirus 40/41 0 1 3 10 Anaerobes 38 32 26 302 i 0 0 1 1
norovirus G2 0 0 0 12 Escherichia coli 187 156 143 1562 S. aureus 0 0 1 1
norovirus fE A< 0 0 1 45 Enterobacter spp. 16 13 15 102 MRSA 26 20 28 241
rotavirus 0 0 0 7 Haemophilus influenzae 1 1 1 17 MSSA 33 41 27 412
R4 0 1 4 74 Klebsiella pneumoniae 72 45 55 466 )7 AF UV RBE 0 0 0 0
AR 88 80 103 1238 Klebsiella aerogenes 5 4 5 41 i 59 61 55 657
Listeria monocytogenes 0 0 3 10 S. aureus 59 61 55 653
0] Neisseria meningitidis 0 0 0 1 MRSA 31 26 32 220
JihA 8H 9H 104 ik Pseudomonas aeruginosa 19 15 8 124 i MSSA 50 31 43 411
Entamoeba histolytica 0 0 0 1 Salmonella Typhi 0 0 0 2 i ATV KRB 0 0 0 0
(R4 0 0 0 1 Salmonella spp. 3 3 1 12 i 81 57 75 631
A 5 1 7 35 Staphylococcus aureus 81 57 75 631 S. aureus 81 57 75 631
Staphylococcus =17 77— Ptk 170 131 116 1191 MRSA 127 121 136 1318
ZERE (MK, ik, BIfiEAeL) Streptococcus B 8 8 2 75 e MSSA 132 129 127 1220
B4, 8H 9H 104 s Streptococcus pneumoniae 1 1 7 31 )’E AF UV RBE 0 0 0 0
Anaerobes 21 34 24 281 e 601 466 457 4567 ’ i 259 250 263 2538
Escherichia coli 29 29 29 261 A4 8414 7543 7452 72288 S. aureus 259 250 263 2538
Enterobacter spp. 19 8 13 97 MRSA 197 178 205 1841
Klebsiella pneumoniae 17 12 20 137 ek, KA s L O FRUED DO EL # |_MSSA 226 221 208 2150
Klebsiella aerogenes 3 1 4 20 B4, 8 9H 104 &l #t AF VKR 0 0 0 0
Mycobacterium spp. 0 0 3 4 Anaerobes 25 34 48 292 i 423 399 413 3991
Mycoplasma pneumoniae 0 0 0 1 Haemophilus influenzae 69 51 58 574
Pseudomonas aeruginosa 15 15 4 64 Klebsiella pneumoniae 136 120 148 1021
Staphylococcus aureus 18 21 11 110 Legionella pneumophila 1 0 0 3
Staphylococcus =17 77— Ptk 10 7 6 58 Mycobacterium tuberculosis 13 41 34 289
Streptococcus pneumoniae 0 0 0 2 Mycoplasma pneumoniae 0 0 1 1
itk 132 127 114 1035 Pseudomonas aeruginosa 182 136 143 1236
RR A 5L 447 462 496 4275 Staphylococcus aureus 259 250 263 2538
Streptococcus A 2 2 3 14
ik Streptococcus B 19 23 14 192
B4, 8H 9H 104 foxis Streptococcus pneumoniae 26 15 20 235
Escherichia coli 0 0 1 4 it 732 672 732 6395
Haemophilus influenzae 0 0 0 1 RR A (4L 2712 2371 2682 23904
Staphylococcus aureus 0 0 1 1
Streptococcus pneumoniae 0 0 0 1
it 0 0 2 7
A4 98 107 164 1425
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