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TEA 75 8 )] 9] &t 4 75 8] 9] & 4 75 8] 9] &t
Aeromonas hydrophila 2 1 0 3 Haemophilus_influenzae 23 14 9 151 Candida albicans 36 52 36 360
Aeromonas sobria 0 0 0 1 Streptococcus A 6 6 3 32 Chlamydia trachomatis 3 4 3 38
Aeromonas hydrophila/sobria 0 1 0 2 Streptococcus pneumoniae 8 4 7 66 Neisseria gonorrhoeae 0 0 1 1
Bacillus cereus 0 0 0 1 A% 37 24 19 249 Streptococcus B 60 67 52 509
Campylobacter jejuni 15 16 15 122 A 670 768 624 5638 Trichomonas vaginalis 0 0 1 2
Campylobacter coli 0 0 0 2 (e 99 123 93 910
Campylobacter jejuni/coli 1 2 3 16 SR A 594 633 442 5290
Escherichia coli , EHEC/STEC 3 6 1 14 P 4 74 81 9H &t
Escherichia coli , Z D1t 0 0 1 2 Acinetobacter spp. 2 3 3 21 &/ S. aureus DGR
Salmonella_04 3 5 6 17 Candida albicans 63 82 52 610 A 74 81 9H &t
Salmonella 07 1 1 1 5 Enterobacter spp. 36 36 22 232 MRSA 1 5 5 24
Salmonella_08 2 3 1 7 Enterococcus spp. 295 348 279 2645 S MSSA 6 1 5 26
Salmonella_09 1 0 0 2 Escherichia coli 623 694 604 5368 ® AF VR 0 0 0 0
Salmonella 01, 3, 19 0 1 0 1 Klebsiella pneumoniae 146 130 143 1130 it 7 6 10 50
Salmonella #EAH] 0 0 0 1 Klebsiella aerogenes 13 18 13 113 S. aureus 7 6 10 50
Staphylococcus aureus 7 6 10 50 Pseudomonas aeruginosa 97 94 101 784 MRSA 2 8 6 29
Yersinia enterocolitica 0 0 1 1 Staphylococcus aureus 68 59 61 598 7 MSSA 7 10 15 70
[IE% 35 42 39 247 Staphylococcus a7 77—Vt 233 223 236 1879 3l AF VUK 0 0 0 0
RS 379 342 272 2981 [ R 1576 1687 1514 13380 =t 9 18 21 100
A 3065 3291 2819 26003 S. aureus 9 18 21 99
f# (AL R) MRSA 0 0 0 0
JAN A 7H 8H 9 aat JIIRGE3 B MSSA 0 0 0 0
adenovirus 40/41 0 0 1 7 B4 74 8H 9H o ﬁg AF UV R 0 0 0 0
norovirus G2 0 0 0 12 Anaerobes 30 38 32 276 2t 0 0 0 0
norovirus AR 0 0 0 44 Escherichia coli 158 187 156 1419 S. aureus 0 0 0 0
rotavirus 1 0 0 7 Enterobacter spp. 22 16 13 87 MRSA 19 26 20 213
Btk 1 0 1 70 Haemophilus influenzae 1 1 1 16 MSSA 49 33 41 385
[ 85 88 80 1135 Klebsiella pneumoniae 47 72 45 411 IR AF VR 0 0 0 0
Klebsiella aerogenes 5 5 4 36 &t 68 59 61 602
1H (JEd) Listeria monocytogenes 2 0 0 7 S. aureus 68 59 61 598
Ji 4 7H 8H 9A et Neisseria meningitidis 1 0 0 1 MRSA 12 31 26 188
Entamoeba histolytica 0 0 0 1 Pseudomonas aeruginosa 22 19 15 116 I MSSA 45 50 31 368
[ 0 0 0 1 Salmonella_Typhi 2 0 0 2 " AF VAR 0 0 0 0
A 2 5 1 28 Salmonella spp. 2 3 3 11 it 57 81 57 556
Staphylococcus aureus 57 81 57 556 S. aureus 57 81 57 556
2R (K, HEK, Bffii7e L) Staphylococcus =777 — Ptk 145 170 131 1075 MRSA 155 127 121 1182
EHiA 7H 8H 9A et Streptococcus B 11 8 8 73 W MSSA 92 132 129 1093
Anaerobes 33 21 34 257 Streptococcus pneumoniage 0 1 1 24 9% AF VR 0 0 0 0
Escherichia coli 30 29 29 232 [ER 505 601 466 4110 ” =t 247 259 250 2275
Enterobacter spp. 18 19 8 84 TR A 7854 8414 7543 64836 S. aureus 247 259 250 2275
Klebsiella pneumoniae 11 17 12 117 MRSA 189 197 178 1636
Klebsiella aerogenes 2 3 1 16 W, SRS B LN F RGN DO E & MSSA 199 226 221 1942
Mycobacterium spp. 0 0 0 1 B4 7H 8H 9A et i AF VAR 0 0 0 0
Mycoplasma pneumoniae 0 0 0 1 Anaerobes 27 25 34 244 s 388 423 399 3578
Pseudomonas aeruginosa 6 15 15 60 Haemophilus influenzae 55 69 51 516
Staphylococcus aureus 9 18 21 99 Klebsiella pneumoniae 107 136 120 873
Staphylococcus =27 77 —Patk 8 10 7 52 Legionella pneumophila 0 1 0 3
Streptococcus pneumoniae 0 0 0 2 Mycobacterium tuberculosis 34 13 41 255
Btk 117 132 127 921 Pseudomonas aeruginosa 137 182 136 1093
AL 442 447 462 3779 Staphylococcus aureus 247 259 250 2275
Streptococcus A 1 2 2 11
KIS Streptococcus B 23 19 23 178
Hfi4 7H 8H 9A P Streptococcus pneumoniae 25 26 15 215
Escherichia coli 0 0 0 3 (e 656 732 672 5663
Haemophilus_influenzae 0 0 0 1 A 2654 2712 2371 21222
Streptococcus pneumoniae 0 0 0 1
AR 0 0 0 5
A 190 98 107 1261
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