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R4, 10 12 it [ 22 1041 11 12/ et PffA 10/ 12 ot
Aeromonas hydrophila 2 0 0 6 Haemophilus influenzae 12 10 7 70 Candida albicans 40 38 27 486
Aeromonas sobria 0 0 0 1 Streptococcus A 2 0 4 14 Chlamydia trachomatis 3 6 2 42
Aeromonas hydrophila/sobria 0 0 0 5 Streptococcus pneumoniae 15 14 8 94 Neisseria gonorrhoeae 1 0 0 3
Campylobacter jejuni 15 9 12 263 Bt 2k 29 24 19 178 Streptococcus B 53 58 51 692
Campylobacter coli 0 1 0 5 A 659 592 632 7134 Trichomonas vaginalis 0 1 0 1
Campylobacter jejuni/coli 2 3 1 20 [ike 97 103 80 1224
Escherichia coli, EHEC/STEC 1 0 1 9 P I A 549 628 483 7083
Plesiomonas shigelloides 0 0 0 1 PR 10/ 114 124 it
| Salmonella 04 5 0 1 28 Acinetobacter spp. 4 8 2 49 &z S, aureus DR
| Salmonella 07 0 1 0 5 Candida albicans 73 78 62 784 PffA, 10/] 12J] exin
| Salmonella 08 2 2 1 15 Enterobacter spp. 35 34 30 392 MRSA 4 1 6 43
| Salmonella 09 1 0 1 8 Enterococcus spp. 258 279 305 3320 K MSSA 1 3 2 22
| Salmonella Zfifl 0 1 0 3 Escherichia coli 584 560 634 6867 @ AT R 0 0 0 0
| Salmonella #£4~1] 0 0 0 1 Klebsiella pneumoniae 155 160 150 1616 it 5 4 8 65
Staphylococcus aureus 5 4 8 65 Klebsiella aerogenes 21 10 17 173 S. aureus 5 4 8 65
Yersinia enterocolitica 0 0 1 3 Pseudomonas aeruginosa 111 115 104 1165 MRSA 4 0 3 40
Yersinia pseudotuberculosis 0 0 1 Staphylococcus aureus 77 61 77 818 s MSSA 6 8 4 82
B 33 26 439 Staphylococeus =77 7 — P ek 195 197 188 2573 ;” ATV At 0 0 0 0
A 348 301 4218 [TAk3 1513 1502 1569 17760 at 10 8 7 122
A 2782 2829 3029 32871 S. aureus 10 8 8 123
# (IANA) MRSA 0 0 0 1
UANAL 121 &t Jiilk¢3 & MSSA 2 0 2 10
adenovirus 40/41 0 0 6 40 BifE4 104 114 12 ot «Z AF VR 0 0 0 0
norovirus FERH] 0 0 4 41 Anaerobes 18 29 21 332 at 2 0 2 11
rotavirus 0 0 0 10 Escherichia coli 144 128 142 1746 S. aureus 2 0 2 11
B 0 0 10 91 Enterobacter spp. 12 3 6 105 MRSA 36 21 26 339
A 05 79 112 1327 Haemophilus influenzae 2 1 2 10 MSSA 41 40 30 458
Klebsiella pneumoniae 66 45 38 525 )73 AFUV KB 0 0 0 0
5 (A Klebsiella aerogenes 3 1 5 62 2t 77 61 48 788
SR 4 121 &t Listeria monocytogenes 0 2 0 7 S. aureus 77 61 77 818
Entamoeba histolytica 1 0 0 1 Pseudomonas aeruginosa 15 11 8 173 MRSA 12 38 32 315
Giardia lamblia 0 0 0 1 | Salmonella_spp. 2 0 1 12 n MSSA 35 39 51 557
Btk 1 0 0 2 | Staphylococcus aureus 47 77 83 872 i 2TV kR 0 0 0 0
AR 2 8 8 45 | Staphylococeus =7 77— P ek 111 109 80 1397 &t 47 77 83 872
treptococcus B 9 5 4 83 S. aureus 47 77 83 872
ZERNR (MoK, fEOK, BAfikRL) treptococcus pneumoniae 1 3 2 19 MRSA 125 146 119 1524
i 123 ot PR 430 414 392 5343 v [ MSSA 122 143 131 1460
Anaerobes 17 304 A 6697 6764 6339 77185 7% AF VR 0 0 0 0
Escherichia coli 20 292 it 247 289 250 2984
Enterobacter spp. 10 93 WK, RS B LN T RGEN SO E S. aureus 247 289 250 2984
Klebsiella pneumoniae 6 146 Bifi4 104 114 124 Gt MRSA 181 206 186 2262
Klebsiella aerogenes 1 24 Anaerobes 20 30 26 310 & MSSA 207 233 220 2589
Mycobacterium spp. 0 4 Haemophilus influenzae 30 42 31 322 i AFUV KR 0 0 0 0
Pseudomonas aeruginosa 8 90 Klebsiella pneumoniae 113 99 102 1162 &t 388 439 406 4851
| Staphylococcus aureus 8 123 Legionella pneumophila 0 1 0 5
| Staphylococcus =77 — Ptk 12 68 Mycobacterium tuberculosis 31 33 22 380
treptococcus pneumoniae 0 1 Mycoplasma pneumoniae 0 0 0 1
St 82 1145 Pseudomonas aeruginosa 119 138 91 1418
A 459 5083 | Staphylococcus aureus 247 289 250 2984
treptococcus A 0 1 0 5
fiiie treptococcus B 21 18 38 230
Bifi4 121 &t treptococcus pneumoniae 27 26 16 200
Escherichia coli 0 1 1 Bt R 608 677 576 7017
Haemophilus_influenzae 0 0 2 A 2178 2415 2054 26359
Listeria monocytogenes 0 0 1
| Staphylococcus aureus 2 2 11
treptococcus B 0 0 1
treptococcus pneumoniae 0 0 3
AN 2 3 19
A 29 147 1635




